Fx OMFEETIL, DIMEREOFHED S LUV TOMHAZHEL, 7o
TA T AN R HAR L LT AR TN D, BRE OREER - i KB
£ IRACKENRFE O TR IBR S AL 723kt o — 50, BB - ivik Mg o —
% FHV T, isobaric tag for absolute and relative quantitation (iTRAQ) #AIE(Z &
DG & D% D Nano LCHEEIZC LD 0B~ N v 7 AL —F —MilfEA
I ACTATIRE L & 7 WE B HTE (MALDI-TOF/TOF MS/MS) 12 X % fi##fr
IZ& 0 AR B W TIER AR & LB B 2 R T R A E OafEi 7~
0T AT AN T TS, ZOX DRI LY, RERRN R FREN
AF~v—H—EEAEDREZBIEL T\,

1 EEHEE ESTORKIEXBARFAEEICE T L2ERBOEDE

Unsed® %o’ PP it VP Gene qumbol Protein name {TRAQ ratio Molccular function
©5%) number Average £ SE
795 259 39 8 2105 TNXB Tonascin-X 037 = 003 oxtracllular matrix
64 177 4 7 PSS083  MFAP4  Microfibril-associated glycoprotein 4 039 + 007 extraccllular matrix
120 289 6 8 P20774 OGN Mimecan 043 % 005 cxtracellular matrix
313 835 19 8 PO7385  DCN Decorin 047 £ 006 extracellular matrix
157 314 3 8 Q6828 FMOD Fibromodulin 049 £ 010 extracellular matrix
60 687 s1 8 POSGTO  VIM Vimentin 050 + 008  structural protcin
4 373 21 8 PI2100  COL6Al  Collagen alpha-1(VI) chain 050 + 006 extracellular matrix
184 55 1 8 PI3GI VCAN Versican core protein 051 + 005  oxtraccllular matrix
96 704 55 8 POSI2Z3  COLIA2  Collagen alpha-2(D) chain 052 + 008  oxtraccllular matrix
a1 426 13 7 PO2545  LMNA Lamin-A/C £ 009 structural protein
1235 366 66 8 PI2IIl  COL6A3  Collagen alpha-3(VI) chain £ 005 extracellular matrix
317 396 21 8 PI21I0 COL6A2  Collagen alpha-2(V1) chain £ 007 extracellular matrix
60 118 3 8 QUUBXs FBLNS  Fibulin-s £ 007  extracellular matrix
181 29 10 8 P47 COMP Cartilage oligomeric matrix protein £ 012 extracellular matrix
134 193 3 8 Q15582 TGFBI Transforming growth factor-beta-induced protein ig-h3 056 + 012 extracellular matrix
061 658 91 8 P02452  COLIAI  Collagen alpha-1(D) chain 058 + 008  oxtraccllular matrix
28 547 3 8 Q07507 DPT Dermatopontin 060 + 007  oxtraccllular matrix
163 176 10 8 PI19827  ITIHI Inter-alpha-trypsin inhibitor heavy chain H1 061 + 006  protease inhibitor
100 120 s 8 P23142  FBLNI Fibulin-1 061 % 009 extracellular matrix
738 198 2 8 35355 FBNI Fibrillin-1 062 + 014 extracellular matrix
40 58 2 6 Q4767 LTBP2 Latent-transforming growth factor beta-binding protein2 0,62 = 005 signaling molocule
200 369 10 7 PO7437  TUBB Tubulin beta chain 062 + 011 cytoskelctal protein
149 254 7 7 PO40S3  ANXAL  Amnexin Al 062 £ 011 transferfcarrier protcin
269 509 21 8 PsIss4  LUM Lumican 064 + 010 oxtraccllular matrix
41 105 3 7 P04792  HSPBI Heat shock protein beta-1 065 % 009 structural protein
40 164 2 8 P2352  GPX3 Glutathione peroxidase 3 067 £ 009 peroxidase
B2 572 16 8 PO7355  ANXA2  Anncxin A2 068 + 012 transfer/carier protcin
94 85 s 7 Q92954 PRG4 Proteoglycan 4 068 £ 0.07 extracellular matrix
278 626 15 7 POOT3S  HP Haptoglobin 069 + 013  hemoglobin binding
97 485 s 7 P62805  HISTIH4A _Histone H4 071 £ 016 nuclic acid binding
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Unused o orage? PopUdes” - Uniplot - o vmbol  Protcin name Average % SE praloe Molecular function
ProtScore’ (95%) number
(postsurgical vs. presurgical)  (patient vs. control)
Increased proteins
377 86.9 28 P02735  SAAIL Serum amyloid A protein 809 £ 3.60 E acute phase reactant
488 56.5 37 PO1011 SERPINA3  Alpha-1-antichymotrypsin 188 = 0.12 0.0006 protease inhibitor
53.1 67.7 56 P02763 ORM1 Alpha-1-acid glycoprotein 1 185 = 021 0.0250 transporter
26.2 545 14 P02750 LRG1 Leucine-rich alpha-2-glycoprotein 185 = 015 0.0032 unknown
265 40.1 13 P02748  C9 Complement component C9 136 = 0.09 0.0135 complement
1169 80.9 139 P01009 SERPINAIL  Alpha-1-antitrypsin 132 £ 0.06 0.0081 protease inhibitor
Decreased proteins
26.1 30.4 12 P06396  GSN Gelsolin 055 = 0.03 0.0000 actin scavenger
373 542 29 P02765 AHSG Alpha-2-HS-glycoprotein 061 = 0.05 0.0002 extracellular matrix
185 74.0 17 P02652  APOA2 Apolipoprotein A-II 064 = 0.05 0.0214 transporter
14.1 60.7 9 P02753 RBP4 Retinol-binding protein 4 065 = 0.05 0.0005 transfer/carrier protein
209 36.3 10 P29622 SERPINA4  Kallistatin 068 = 0.06 0.0196 protease inhibitor
10.0 251 6 P27169 PONI Serum paraoxonase/arylesterase 1 069 £ 0.06 0.0010 hydrolase
89.6 89.9 110 P02647  APOAL Apolipoprotein A-I 070 £ 0.04 0.0238 transporter
149.6 49.4 90 P02751 FN1 Fibronectin 072 £ 0.06 0.0330 extracellular matrix
163.9 825 176 P02787  TF Serotransferrin 073 £ 0.04 0.0004 transfer/carrier protein
369 503 20 P04196  HRG Histidine-rich glycoprotein 073 + 003 0.0005 adapter protcin
2347 81.7 207 P01023 A2M Alpha-2-macroglobulin 075 £ 0.04 0.0036 signaling molecule
443 35.7 26 P19823 ITIH2 Inter-alpha-trypsin inhibitor heavy chain H2 077 £ 0.06 0.0024 proteasc inhibitor
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